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Quantitative variation of morphological 3D-traits in ostracod shells

Eucyprs virens — a case study
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Background

Recent molecular studies suggest that we have a higher
species diversity than identification efforts relying on 2D
morphometric methods indicate. Thus, the fossil
morphospecies identified in geo-archives hold a higher
species diversity, too. However, quantifying valve shape
in its 3D entirety will be a powerful tool to investigate
both taxonomy and speciation, and could put
morphological descriptions on a par with advanced
molecular methods.

The aim of this study is 1) to adopt 3D geometric
morphometric curve- and surface-sliding semilandmark
workflows used Iin paleoanthropology to feature-poor
non-marine ostracod valves of the morphologically-
variable species Eucypris virens (Jurine, 1820); and 2) to
compare morphological findings to genetic clades, some
of which are considered cryptic species.

Material

The 82 (< right) valves used for this study were provided
by the research group of Koen Martens from the Royal
Belgian Institute of Natural Sciences. Individuals are
from the work of Bode et al. (2010) (Europe and North

Africa), and Koenders et al. (2016) (Australia). In total,
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